[Proteomics analysis of feather pulp from chickens infected with very virulent strain of Marek's disease virus].
Feather follicle epithelium (FFE) and feather of chicken are sites that produce and release enveloped infectious Marek's disease virus (MDV). In order to investigate host responses, the feather pulp from chickens infected with MDV was analyzed by proteomics. Forty-eight one-day old specific pathogen free (SPF) chickens were randomly divided into two groups. One group of birds (n = 24) were inoculated intraperitoneally with 1000 plaque-forming unit (PFU) of the RB1B strain of MDV, the rest (n = 24) kept as uninfected control. Feather pulp were extracted from feather tips collected from chickens of infected and control group at 21 days post infected (dpi), and dissolved in two dimensional electrophoresis (2-DE) sample buffer. The soluble proteins were separated by 2-DE, 6 images (2 groups x 3 images) of 2-DE were used to analyze the differentially expressed proteins with PDQuest 8. 0. 1. Some of spots changed significantly were further analyzed by mass spectrometry. 41 spots, which expression level changed above two fold, were detected. Among of them, 25 of these spots were up-regulated, 7 spots down-regulated, 9 spots newly induced expression in group infected with MDV. 21 spots, corresponding to 20 proteins, were successfully identified by mass spectrometry. These differential expressed proteins are apolipoprotein A I, 14-3-3 sigma (two spots are the same protein), stathmin, and so on. Bioinformatics analysis indicates these differential proteins are mainly associated with host response, metabolism, cytoskeleton, and cell proliferation.